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MATURE El 

SerPheSerllePheLeuLeuAlaLeiiLeuSerCysLeuThrValProAlaSerAlaTyr 192 
TCTTTCTCTATCTTCCTTCTGK^ 

AOAAAGAGATAGAAQGAAGACCGGGACGAGAGAACGAACTGACACGGGCGAAGCCGGATQ 



GlnValArgAenSerThrGlyLeuTyrH^ 212 

CAAGTGCGCAACTCCACGGGGCTCTACC^ 

GTTCA(^CGTTGAGGTCCCCCGAGATGGTGCAGTGGTTACT 

ValTyrGliiAlaAlaAspAlaIleIie\misThrProGlyCysValProCysV 232 

GTGTACGAGGCGGCCGATGCCATCCTX3CACACTCCGGGGTC 

•CACATGCTCCX3CCX^CTACX^TAGGACX3TGTGAGGCCCCATO 

GlyAsnAl aSer ArgCy sTrpValAl aMe tThr ProThrValAlaThrArgAspGlyLys 252 

GGCAACGCCTCGAGGTGTTGGGTGGCGATGACCCCTAC 

C03TTGCGGAGCrCCACAACC<^CCGCT 

IjeuProAlaThi<3lnLeuArgArgHisIle^ 272 
CTCCCCGCGACGCAGCTTCGACGTCAC^TC^ 

GAGGGGCG CTGCGTCGAAGCTG CAGTGTAG CrTAGACGAACAGCCCTCXK^GGTGGG&GACA 

SerAlalieuTyrValGlyAspIieuCysGlySerValPhelieuValGlyGlxiLeuPheThr 292 

TCGGCCCTCTACGTGGGGGACCTX3TGCGGGTCTGTCTTTCTTO 

AGCCGGGAGATGCACCCCCTCGACACGCCCM 

PheSerProAxgArgHisTrpTfcrThr^^ 312 

TTOTCTrcCCAGGCGCCACTGGACGACGCAA 

AAGAGAGGGTCC^CGGTGACCTGCTroCGTTCCAACGT^ 

IleThrGlyHiiU^gMetAlaTrpAspMetMet^e^ 332 

ATAACX3GGTCACCX3CATGGCATGGGATATGATGA^ 

TATTGCCX^GTGGCGTACCGTACCCTATACTACTACrr^^ 

ValMet^aGliiIjeiilieuArglleProGlnAlalleLeuAspMetlleAlaGlyAlaHis 352 

GTAATGGCTCAGCTGCTCCGGATCCCACAAGCCATCTTG^^ 

CATTACCXIAGTCGACGAGGCOTAGGGTGTTCG^^ 

TrpGlyValLeuAlaGlylleAlaTyrPheSerMet^^ 372 
TGGGGAGTCCTGGCGGGCATAGOTTATTTCTCCA 

ACCCCTTCyiGGACCX3CCCGTATCX3CATAAAGAGGTACCACCCCTTGAC^ 

B2 

ValValLeuLetilieuPheAlaGlyValAspAlaGluThrHisValThrGlyGlySerAla 3 92 
GTAGTGCTGCTCCTATTTGCCGGCGTCGAC 

CATCACGACGACK3ATAAACGGCCGCAGCTGCX3CCTTTGGGTGCA 

GlyHiBThrValSerGlyPheValSerLeiiLeiiAlaProGlyAlaLysGlnAsnValGln 412 
CCXK3TGTGACACAGACCTAAACAATCTC 
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IieuIleAsnThrAflnGlySerTrpHisLeiiAsnSerThrAlaLeuAsnCysAsnAspSer 432 

CTGATCAACACCAACXSGCAGTTGGCACCTC^ 

GACTAGTTGTGGTTGCCGTCAACCXSTGGAG 



LeuAsriThrGlyTrpIieuA^^ 452 

CTCAACACCGGCTGGTTGGCAGGGCTT^ 

GAGTTGTGGCCGACCAACCGTCCCGAAAAGATAGTGGTO 

ProGluArgLeuAlaSerC^sArgProIieullirAepPheAspGlnGlyTrpGlyProIle^ 472 
CCTGAGAGGCTAGCCAGCTGCCGACCC^^ 

GGACTCTCCGATCXSGTCGACX^CTGGGGAATGGCTAAAACTC 

SerTyrAlaAsnGlySerGlyProAspGlnArgProTyrCysTrpHisTyrProProLy^ 4 92 

AGTTATGCCAACGGAAGCXK3CCCCfGACCAGCX3CCCCTACTGCTG 

TC^TACGGTTGCCTTCGCCTCGGCTO 

ProC^sGlylleValPrc^aaLyBSerValC^sGlyProValTyi^sPheThrProSer 512 
CCTTGCGGTATTGTGCCCXKX3AAGAGTGTGTGTGGTCCGGTAT . 
GGAATOCX!ATAACACGGGCX3CTTCTC^C^ 

ProValValValGlyOSirThrA^ 532 

CCCGTGGTGGTGGGAACGACCGACAGGTCGGGCGCGCCCACXn'ACAGCTO 
GGGC^O^CCACCCTTGCTO^ 

AspThrAspValPheValLeuAsnAsnT^ 552 

GATACGGATCTCTTCGTCCTTAACAATAC 

CTATGCCTGCAGAAGC^GGAATTGTTATGG 

TkrTrpMetAsnSerThrGlyPhe^^ 572 
ACCTGGATGAACTCAACTGGATTGACCAAAGTGTO " 
TGGACCTACTTGAGTTGACOTAAGTGGTTTC^ 

GlyAlaGlyAsnAsnTftrLeuHis^ 5 92 

GGGGCGGGCAACAACACCCTGCACTGCCCCACTGATTGCTTC 

CCCCGCCCGTTGTTGTGGGACGTGACX3GGGTGACTAACGAAGGCGOT 

ThrTyrSerArgCysGlySerGlyProTrpIleThrPr^^ 6 12 

ACATACTCTCGGTGCGGCTCXX3GTCGCT^ 

TGTATGAGAGCCACGCCGAGGCCAGGGACCTAGTGTGGGTCCTkCGGACC^ 

TyrArgLeuTrpHisTyrProCYsThrlleAsnTyrThr 632 
TATAGGCTTTGGGATTATCCTTGTACCATCAACT 

ATATCCGAAACCGTAATAGGAACATGGTAGTTGATGTGATATAAATTTTAGT^ 

« 

ValGlyGlyValGluHisArgLeuGluAla^ 652 

GTGGGAGGGGTCGAGCACAGGCTGGAAGCTGCCTGCAACTGGAOT 

CACCCTCCCC^GCTCGTGTCCGACCTTCGACGQACGTTGACC^^ 

AspIieuGloiAspArgAspArgSerGluIje\iSerProLeulje\iLeuThrThrThrGlnTrp 672 
GATCTGGAAGATAGGGACAGGTCCX3AGCTCAGCCT 

CTAGACCTTCTATCCCTGTCCAG G CTCGAGTCGGGCAATGACGACTGGTGATGTGTCACC 
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GlnValLeuProC^sSerPheThrThrLeuProAlaLeuSerThrGlyLeuIleHisLeu 692 
CACMTCCTCCCGTGTTCCTTCACAACC 

GTCCAGK1AGGGCACAAGGAAGTGTTGGGACGGTCK3^ 

HisGlj^snlleValAspValGlnTyrLeuTyrGlyValGlySerSerlleAlaSerTrp 712 
C^CCAGAACATTGTGGACGTGCAGTACTO 

GTGGTCTTGTAACACCTGCACGTGATGAA^ 

AlalleLysTrpGluTyrValValLeuLeuPheLeuLexiLeuAlaAspMaArgValC^rs 732 

GCXIATTAAGTGGGAGTACGTCGTCCTCCTGTTCCOT 

CGGTAATTCACCC^CATGCAGC^GGAGGACAAGGAA 

P7 ... 

SerC^sLeuTi^MetMetLeuIieuIleSe^^ 752 

TCCTGCTTGTGGATGATGCTACTCATATCCC^^ 

AGGACX3AAC^CC?TACTACGATGAGTATAGGGTTCGCCOT 

Ile LeuA snAlaAJLaSerLeuAlaGlyThr^ 772 

ATACTTAATGCAGCATCCCTGGCCKSG^ 

TATGAATTACGTCGTAGGGACCGGCCXT^^ 

Cfr sPheA laTrpTyrLeuLysGlyLysTr^^ 792 

TGCTTTGCATGGTATCTGAAGGGTAAGTG^ 

AOTAAACGTACGATAGACTTCCC^TTCAC^ 

MetTrpProLeuLeuI*euLeaiIieuLe^^ 809 
ATGTGGCCTCTCCTCCTOCT^ 

TACACOTC^GAGGAGGACGAGGACAACCGCAACXK3GGTCGCCCGG^ 
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